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□ l: CP0QQ702. Reports Thermotoga petrop..,[gi: 147734689] 
Comment Features Sequence 

LOCUS CP000702 939 bp DNA linear BCT 06-DEC-2007 

DEFINITION Thermotoga petrophila RKU-1, complete genome, 

ACCESSION CP 000 7 02 REGION: 148657 149595 

VERSION CP000702.1 GI: 147734689 

PROJECT GenomeProj ect : 1 708 9 

KEYWORDS 

SOURCE Thermotoga petrophila RKU-1 

ORGAN ISM ^horrnotoja jeirop hi la RK U- 1 

Bacteria ; Thermotogae ; Thermo togales ; Thermotogaceae ; Thermotoga . 
REFERENCE 1 {bases 1 to 939) 

AUTHORS Copeland,A., Lucas ,S., Lapidus,A., Barry, K. , Glavina del Rio,T., 
Dalin,E,, Tice,H., Pitluck,S,, Sims,D., Brettin, T . , Bruce, D., 
Detter, J* C. , Han, C. , Tapia, R. , Schmutz , J . , Larimer, F, , Land, M. , 
Hauser,L., Kyrpides,N. , Mikhailova, N . , Nelson, K., Gogarten, J. P, , 
Noll,K, and Richardson, P. 

TITLE Complete sequence of Thermotoga petrophila RKU-1 

JOURNAL Unpublished 
REFERENCE 2 (bases 1 to 939) 

AUTHORS Copeland,A w Lucas, S., Lapidus,A. , Barry, K., Glavina del Rio, T . , 
Dalin,E., Tice,H w Pitluck, S . , Sims,D., Brettin, T,, Bruce, D,, 
Detter, J.C. , Han,C. , Tapia,R. , Schmutz , J . , Larimer, F , , Land,M. , 
Hauser,L., Kyrpides,N., Mikhailova, N. , Nelson, K., Gogarten, J . P , , 
Noll,K. and Richardson, P . 

TITLE Direct Submission 

JOURNAL Submitted ( 14 -MAY-2007 ) US DOE Joint Genome Institute, 2800 
Mitchell Drive B100, Walnut Creek, CA 94598-1698, USA 
COMMENT URL - - ft t tp : / / www r j gi ...doe ..gov 

JGI Project ID: 4002277 

Source DNA and bacteria available from Kenneth Noll 
(kenneth.noIl@uconn. edu) 

Contacts ; Kenneth Noll (kenneth . noll@uconn . edu) 

Paul Richardson (microbes@cuba.jgi-psf.org) 
Quality assurance done by JGI-Stanford 
Annotation done by JGI-0RNL and JGI-PGF 
Finishing done by JGI-LANL 

Finished microbial genomes have been curated to close all gaps with 
greater than 98% coverage of at least two independent clones. Each 
base pair has a minimum q (quality) value of 30 and the total error 
rate is less than one per 50000. 

The JGI and collaborators endorse the principles for the 
distribution and use of large scale sequencing data adopted by the 
larger genome sequencing community and urge users of this data to 
follow them. It is our intention to publish the work of this 
project in a timely fashion and we welcome collaborative 
interaction on the project and analysis. 
( h£t&i/J..i^..'.9 e , n .on\e ...gov /page . c f m?jjage I 10506376} . 
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http://mvw.ncbi. nlm.nih,gov/entrez/viewer,fcgi?val= 147734689&db=Nucieotide&from=148657&to-14.., 12/21/2007 
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1. .939 

/organism="Thermotoga petrophila RKU-l" 

/mol_type= 11 genomic DNA" 

/strain= « RKU-l" 

/db_xref="taxon: 3 90874 " 

complement (<1 . . 10 ) 

/locus_tag= "Tpet_0 15 6 ri 

complement (<1 * .10) 

/locus__tag= n Tpet_0156" 

/note="PFAM: PSP1 domain protein 1 ' 

/codon_start-l 

/transl_table=_l_l 

/product ="PSP1 domain protein" 

/protein id« H ABQ461 8_5 . 1" 

/db_xref="GI: 147734845" 

/db_xr e f = « Int erPro : I PRO 07 557 fl 

/ 1 rans 1 a t i on= " MELKARAVGVEI I PKGKI I YYS VPHGDE YERGDLVXiVLGDFGLE 

VGKVLIPPREWIDEVGYELKAVIRKXTDEDLEQYRKNVEDAWNAPOICRQKIKEHGL 

PMKLLYAKYTFDRTRLIFFFSAEGRVDFRSLVRDIJUCIFKTRIELRQVGVRDEMKFFG 

GLGLCGLPTCCSTFLRDFSSVTLKHAKKQQMMINPAKISGPCRRLLCCLTYEYDFYEK 

ELEGI PDEGSTITYEGKRYKVVNVNWl^TW^ 

complement ( 1 . .939} 

/ locua_t ag- " Tpe t_0 15 7" 

complement (1 , . 939) 

/ locus_tag= " Tpet_0 15 7 ,l 

/codon_start=l 

/transl_table=ll 

/product="DNA polymerase III gamma/tau subunits-like 
protein" 

/protein id^"ABQ4 G19 6 L 1 n 
/db__xref ~ ,r GI: 1477 34 84 6" 

/translation- "MNDLIRKYAKDQLEILKRIIEKSEGISILINGEDLSYPREVSLE 
LPEYVEKFPPKASDVLEVDPEEENIGIDEIRTIKDFLl^ 

QQAANAFLKTLEEPPEYAVIVLNTRHWHYLLPTIKSRVFRVVVNVPKEFRDLVKEKIG 
DFWEELPLLERDFKTAFEAYKLGAEKLSGLMESLK^ETEKLLKKALSEGLEGYIJ\CR 
ELLERFSKVESKEFFALFDQLTNTITGKDSFLLIQRLTRIVLHHNTWESVEDQKSVSF 
LDSILRVKIANLNNKLTLMNILAIHRERKRGVNAWS" 
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1 tcagctccaa 
61 agtgagtttg 
121 gcttttttga 
181 ctggatcaaa 
241 aaagaattcc 
301 accctcgagt 
36i actttccatc 
421 gaagtctctc 
481 atctctgaac 
541 cagtagataa 
601 aagggttttc 
661 cacgtacttt 
721 ttcgtctata 
781 gggaaatttc 
841 ttctccgttt 
901 cagttgatct 



gcgttgacac 
ttgttcagat 
tcttcaacgc 
agaaatgagt 
ttcgattcca 
ccttctgaaa 
aatccagaaa 
tcaaggagcg 
tcctttggaa 
tgccagtggc 
aagaacgcgt 
ctcgtgtaga 
cctatgttct 
tccacgtact 
atgagaatgg 
ttagcgtact 



ctctctttct 
tcgctatttt 
tttcccaggt 
cttttcccgt 
cctttgaaaa 
gggctttctt 
gtttttccgc 
gaagttcctc 
cgttcacaac 

gggtgttcag 

tcgccgcctg 
gttcagggct 
cctcctcggg 
cgggaagttc 
atattccttc 
ttctgatcaa 



ctctctgtgt 
caccctgaga 
gttttcgtga 
tatcgtgttg 
tctctccaga 
taagagtttt 
accaagtttg 
ccagaaatcg 
cactctgaac 
aacgatcaca 
ctgggtcatt 
gtagttcagg 
atctacctcc 
aagggatact 
agacttttct 
atcgttcat 



atcgcgagaa 
attgaatcga 
aggacaattc 
gttaattggt 
agctccctac 
tccgtctcca 
taggcttcga 
cctattttct 
actcggctct 
gcgtattctg 
ctttcacagt 
aagtccttta 
agaacatccg 
tctctcggat 
atgatccttt 



tattcatcag 
ggaaagacac 
ttgtcagtct 
caaaaagcgc 
acgcgagata 
aaactttgag 
aagccgtttt 
ctttcacgag 
ttatcgtcgg 
gcggttcttc 
cgtggactat 
tcgttctgat 
aggccttcgg 
acgagagatc 
tcaaaatttc 
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